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Abstract:
Recently, we have gone back to some old semi-selective media as part of biovar typing

for various Agrobacterium projects (2-4).  We noticed that older colonies of some strains
acquired an orange pigmentation on Schroth and New/Kerr media, and one of the only common
components is the antimicrobial sodium selenite that inhibits the growth of most Gram-negative
bacteria at submillimolar concentrations.  We will present evidence that this orange
pigmentation is actually the reduction of selenite to the amorphous form of elemental selenium,
one potential way to detoxify the oxidizing agent.  Given that many other Agrobacterium strains
grow on these same media without the pigmentation change suggests multiple detoxification
and/or reduction pathways, consistent with what is known in the literature (5-8).  We will present
further experiments we have done to begin to characterize these responses.

References:
1.   K84/S4 Genome Consortium: Frank Arnold, Tom Burr, Sigrid Carle, Zijin Du, Adam Ewing, Stephen Farrand,
Brad Goodner, Barry Goldman, Guixia Hao, Sara Heisel, Jinal Jhaveri, Subha Krishnan, Jing Lu, Nancy Miller,
Eugene Nester, Gary Olsen, Dan Ondrusek, Nicole Pride, Joao Setubal, Steve Slater, Mark Vaudin, Lindsey Wilson,
& Derek Wood.
2.   New & Kerr, 1971, J. Appl. Bact. 34:233-6.
3.   Roy & Sasser, 1983.  Phytopathology 73:810.
4.   Schroth et al., 1965.  Phytopathology 55:645-7.
5.   Moore & Kaplan, 1992, J. Bact. 174:1505-14.
6.   Stolz et al., 2002, Int. Microbiol. 5:201-7.
7.   Ranjard et al., 2003, Appl. Env. Microbiol. 69:3784-90.
8.   Oremland et al., 2004, Appl. Env. Microbiol. 70:52-60.


