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Mycoplasma genitalium
Isolated in 1981
Associated with reproductive tract disease
Fastidious organism
Minimal genome
Alternative genetic code
Flask-shaped morphology:

Attachment organelle
Location of MgpB & MgpC

Pollack, JD. Trends Microbiol. 1997; 5:413-419
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Mycoplasma genitalium
G-37T

580 kb
Location of MgPa repeats

MgPar Sequences
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Hypotheses
MgPar sequences serve as “donor” sequences
MgPar recombination with the mgpB and/or 
mgpC expression sites

Repeat regions = variable regions

Sequence heterogeneity occurs within a single 
strain
MgpB & MgpC antigenic variation contributes to 
M. genitalium survival and persistence of 
infection
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mgpB Heterogeneity in vitro
mgpB B EF G
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G-1
3305 3550

G-2
3305 3368 3483 3550

Key: MgPar 3 MgPar 7 MgPar 8 MgPar 8 or 9



mgpC Heterogeneity in vitro

Amplified mgpB repeat region from G37-S:
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Clone into E. coli to separate sequences

mgpC KL/LM
0 3125 1536 158



mgpC Heterogeneity in vitro
mgpC KL/LM

0 3125 1536 158

Key: MgPar 7 MgPar 8MgPar 3 MgPar 8 or 9

125
C-1

1118

125
C-2

575 744 1118

125
C-3

603 1118

125
C-4

1118988 1044



Persistent Infection in Women
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Analysis:
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Repeat region B
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mgpB Heterogeneity in vivo
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Conclusions

Repetition of sequences within mgpB & mgpC
Multiple sequences identified in G37-S

Apparent insertion of MgPar “donor” sequences

Heterogeneity in women persistently infected 
w/ a single strain

17 mgpB-B sequences
8 mgpC-KL sequences



Future Directions
The reciprocal nature of recombination

Are alternative mgpB/mgpC sequences 
associated with changes in donor MgPar 
sequences?

Define the structure of MgpB & MgpC
What are the structural, functional, and/or  
antigenic epitopes?

Heterogeneity of mgpB/mgpC contributes to 
long-term M. genitalium infection

What is the biologic activity of MgpB & MgpC 
antibodies?
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