a. YES

57

NO

 8

b. B.S/B.A
19

B.S/M.S
 5

M.S

13

MS. /Ph.D
 1

Ph.D

19

c. Math

25

Applied Math 
 5

Statistics
40

Computer Science
18

Physics/Engineering
 3

Other


 4

d. Molecular biology
14

Microbiology

 1

Biochemistry

 9

Genetics

23

Other


10

NONE


23

e. Too short
2

About right
58

Too long
4


f. Too short
3

About right
41

Too long
21

g. Too short
16

About right
47

Too long
1

h. Too few
3

About right
37

Too many
23

i. Too scattered
16

About right 
41

Too focused
6

j. Too few
3

About right
53

Too many
6

k. Too small
5

About right
42

Too large
10

l. Too small
4

About right
47

Too large
10

m. Too small
9

About right
50

Too large
5

n. Too few
6

About right 
53

Too many
5

(i) (a)
Too little
39


About right
23


Too much
2

(b) Too easy
15

About right
37

Too hard
5

(c) Too focused
9

About right
43

Too diverse
4

(d) Too statistical

14

Too computational 
9

Other


20

(ii) (a)
Too little
4


About right
46



Too much
12

(b) Too easy
5

About right
45

Too hard
8

(c) Too focused
9

About right
45

Too diverse
3

(d) Too genetical

10

Too biochemical
5

Other


24

(i) (a)
More focused

26

          
More diverse

11

     (b)
More biological
6


          
More mathematical
40

(ii) (a)
More biological
30


More mathematical
19

(b) More junior

14

More senior

38

Comments

Specific to #1.d:

· Other – Animal Science

Specific to #2.c:

· sometimes too long

Specific to #2.d:

· 1st day too many

· two long days

Specific to #2.e: 

· Too focused – “The topics on Monday were too focused on statistics for me, except for Martin Tompa’s talk.  The arrangement on the other days was fine.”

· could be improved

Specific to #3.a:

· About right – “but needed bigger room”

Specific to #3.b:

· not enough

· can’t tell because it’s not listed for all students

· Too small – “not enough CS”

· About right –  “This I didn’t really get a feel for but the questions asked were fairly broad”

Specific to #3.e:

· About right – “2 protein structure speakers not needed.  I was sufficient”

Specific to #4.(i)(a):

· Too little – “by this I mean strictly mathematical not statistical”

Specific to #4.(i)(b):

· About right – “I couldn’t necessarily understand all the math but the general idea was good.”

Specific to #4.(i)(d):

· Other – “OK”

· Other – “Neither”

· Other – “Speakers should have given abstracts/papers before their talks.”

Specific to #4.(ii)(d):

· Other – “good”

· Other – “OK”

· Other – “about right”

· Other – “fine”

Specific to #5.(i):

· The same

· More general

· I’d like to participate again no matter what = )

· In topic: statistics

· In topic: okay as is

· In topic: okay

· It was good

· In area: maybe mathematical biology in general

· The same approach, but different subject

· In topic: More diverse – “It is possible that the subject matter could broaden.”

Specific to #5.(ii):

· In subject area: either

· In subject area: just right

· In subject area: there was a decent mix

· In subject area: More mathematical – “in stats”

· The same

· Same subject area & stage of study

· At my level

General:

* The projector should be fixed.  The orientation of the room is less than ideal.  Beginning on Sunday may be problematic.  Appreciated the diversity of speakers and participants – don’t change it.  Also important was the age and gender diversity of the speakers – presumably unintentional, but fortunate.  Would appreciate more schmooze opportunities, a room for lunches with round tables, encouragement of speakers to attend the reception, encouragement of participants to share evening activities, etc.

* Need better projector

* Please try to introduce the conference with a basic review of genetics & molecular biology.  Very good, otherwise.

* Mostly it was a very good lecture. (seminar)  Maybe some thing could be done to try and equate everyone in genetics, molecular biology and statistics.  Also, it was a little long.  By the third day I was getting a little wrestless.  I thought the room was a little cramped, and it was kind of hard to see.

But on the whole, everything was great.  I learned a lot and have a new perspective on the field and what can be done in the future.  Thanks!

* Please don’t include home addresses of participants in the roster.

Videotape speakers.

Order talks so that they have items in common

* - sessions were too long, too tightly packed (should allow short breaks between talks)

· would be nice to have a few “intro” talks (to reduce redundancy, give a nice broad overview)

· maybe in afternoon sessions, break-out into short talks focused in specific areas

          e.g. 
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· longer question period

· may be nice to have posters to show student work (or posters for speakers, with a free time slot for open question period – similar to the reception except gives a good reference point for discussions)

P.S. You had many good speakers!  My suggestions are only things that I think would make the workshop better (though I appreciate the amount of time spent organizing.)

* I was definitely expecting a lot more in the way of statistics and mathematics.  The first day was very overwhelming in technical genetics terms and I was lost.

The explained statistics were very well explained, but with my background, my opinion of “well explained” is very biased.

* The talks were of a good range and provided adequate background in fully understanding the content of the talks.  Now I have an even better understanding of microarray analysis.  Additionally, I enjoyed being able to speak to the professors about departments and programs here at UW.  The faculty members were of high caliber and the leaders of their respective fields.

* The workshop was very useful in helping me to determine more precisely the direction I plan to take in graduate school.  

I liked that most of the presentations started off with a review of basic sequencing methods.

* All of the speakers were very informative.  This meeting served as a good exposure to research areas of statistical genetics & computational molecular biology that are currently being investigated.  Two particular speakers that, in my opinion, gave excellent presentations were Elizabeth Thompson and Dr. Jenny Bryan.  Thanks for this wonderful opportunity!

* I am a mathematics student with very little biological/genetic background.  At times I felt very lost in the lectures because they were so focused on biology and genetics.  I wish there had been a little more in the area of mathematics vs. statistics and some more about computer science as well in this field.

* The room is freezing and the lunch is kind of cold.  But I do find the talks helpful, which points the right direction for my future study & provides basic and necessary background knowledge to understand more complicated situations.

The other thing is the reason for my lateness is because of the traffic condition on I-5 northbound.  It can be terrible sometimes.

* The food is not that good and the organizer should give more help in finding housing or parking.

* I think a chance to meet with all speakers at the very end of the workshop will be helpful.  Maybe something like the reception will work.  I feel the time of the reception is not so good.  We don’t have enough chance to talk with the speakers who give talks on the last day.  Since there’s a big range of major and level of the attendants, more interaction with speakers after the talk will be more helpful.

Overall, I like this workshop a lot.  It is very helpful.  Thank you!

* Good presentation of reference materials, websites, publications, etc.  Might have been even better with regard to specifics of presentations.  Very helpful to have citations both on slides and in the abstracts, ditto websites and related links.

Introductory and background material heavy on basic genetics and biology lighter on math and statistics.  I would have benefited from more basic overviews of the latter two.

* The math in the workshop is too much for me since I lack the background.  However, it’s very nice to learn some other way to the same research goals that I’m interested in.

* I’ve really enjoyed this workshop.  The biggest suggestion I would have is that I would like to have a more in-depth discussion of methods rather than overviews of what the professors are doing.  For example, methods for protein structure prediction – how is it done?

Programming methods, statistical methods, etc for all topics rather than results.

* Some of the topics are too detailed for computer science major person as me.  Perhaps it would be better to have the lecturer give some basic concepts of bio & statistic first before going into details.

* - Limit speakers’ time to 45 – 50 min – allow at least 10 – 15 min for questions/discussion

· Make all speakers available in all breaks for “inofficial” questions (I hope they would have    been willing to participate)

· Make copies of presented transparencies/pp presentations available to all participants (either on the web or as hard copies (“workshop package”))

* I would have liked more breaks between the talks to visit the campus.  Also, some tours of facilities and more time to talk to the professors.

* - I was disappointed by the lack of statistical content in many of the talks

· It seems like this workshop was  geared towards biology students, not statisticians

· This workshop was interesting and well – organized, but not really appropriate for someone with my background.

· Fewer lectures and more breaks would be appreciated!

· I wish our addresses & phone no.’s hadn’t been published (without our consent).  Some were home addresses/phone no.’s.

* The presentations were all professional and academic in nature, which I appreciate.  The speakers focused on methods & results, which are fascinating, but are easily read in the current literature.  As a senior undergraduate student I am exploring options for graduate school and careers.  I would appreciate hearing the presenters speak about why they chose their field, what motivates their research, and what they aspire to in the future.

Serve lunch in a separate room

* I particularly enjoyed the second half of the seminar.  It seems that they introduced their topics better, and they were at a level I could better understand.  (Perhaps because they were more statistical in nature.)  It would have been better to have at least mixed up the topics – done them in a different order.

Though it’s not as important, it might have been nice to have been in an auditorium/lecture hall.  Actually, maybe I just didn’t particularly like this room.  It wasn’t easy to see the projector from the sides, and the legs of the tables prevented 2/3 of the chairs from being able to scoot in under the tables.

* I loved this workshop.  Thank you for you for running it and I hope this sort of workshop will happen again soon.

I would have liked to see a bit more mathematics (non – statistical) but mainly because I have the background.  It seems most other students had biological or statistical background so the workshop was probably just about right.  Thank you very much for letting me join the workshop.  Nice Work. 

* Mon - Wed schedule preferable; or Wed – Fri

Brainstorm Session

Strengths and weaknesses of interdisciplinary program

· Broad experience in 3 areas

· Perhaps not enough expertise in any one area

· PhD/MS programs provide the further experience & expertise

· 4/5 Comp science, 3 Biology, 2 Statistics courses

· Good b/c many people become over-specialized

· Depends on career path – just research requires further specialization; collaborative work/support role.  Interdisciplinary program advantageous – understand experimental design, statistical language & methods

Challenges of Stat – Gen field

· Longer to get degree

· Very broad area – hard to decide, but good that there are many areas to get into

· Feeling of statistics background not totally sufficient, need more of a genetics background

· Opposite feeling – statistics is sufficient to apply to any area

· Computer science classes not as critical as statistics, biology

Higher level courses very theoretical, may not really add much value

On Other hand – higher level courses provide problem – solving mind frame, understanding of what’s happening

Economically – generalized education more marketable than specialized

Conference

Many different fields – holes for some people

Most lectures started with review – repetitive

Suggestion – start with introductory lectures in Statistics & Biology

More interactive – hard to focus

Allow audience to debate topics more

Provided good overview of U.W. professors and research

Target the audience more – too much for undergrads, too little for PhDs…

More discussion groups

It needs to be introductory to reach all levels of education and all included – too focused could be bad

Provide an environment more comfortable for SIMPLE questions 

* I’d prefer a Monday – Wednesday format over Sunday - Tuesday

* I really enjoyed this workshop, and all of the speakers.  My only suggestion would be to re-arrange the order of speakers so that the more introductory talks came before the more advanced talks.

* I would have liked to get more general & basic descriptions of their research.  A lot of it was beyond my understanding (especially the biological terms).  I would also have liked to know more about the programs and opportunities with UW and its different academic departments.

* Because of the breadth of the students, it may be useful to have short courses in bio topics such as microarrays and another in statistics so that students who understand one side better can learn about the other.  Then, it will be easier for everyone to understand each lecture well.  Also, it may be interesting to have ½ hr lecture the 1st 2 days and have the same professors go into great detail for 2 hrs. on the 3rd day.  Students could attend lecture they find most interesting on the 3rd day.

* I got tired of all the geneticists explaining basic replication/Central Dogma at beginning of their talks.  It would be nice to have a higher resolution computer projector.  Our room was quite cold.

I think clarifying the group for which the workshop was designed would be helpful – it seems like undergrads didn’t understand & grads were bored.

* - Perhaps an “intro” biology lecture at the beginning so that each speaker does not need to do so much “background” before the most interesting part of his/her talk

- Very enjoyable overall.  Thank you!

* I feel that this is certainly a great workshop.  However, I didn’t gain as much as I want because I have very little background in statistics.  I never get the impression that stats background is a prerequisite to this workshop & yet this was clearly the case.  A lot of the biology was reviewed & no review was given for statistics.  In the initial announcement, students from diverse background – math, stats & cs – were being recruited, so it’s probably not as wise to assume lots of stats background is in each of us.  It’d have been nice if we had a short stats review in the beginning of the workshop.  Or maybe limit the event to stats students only; clearly, they’ll have benefited a lot more.

* - most of the presenters spent too much time going over background knowledge (e.g.: define a microarray experiment), which naturally led to shorter amounts of time being spent on discussing the very interesting research results obtained by the presenters; also, this led to a more “superficial” presentation of the results (e.g.: gliding over methodology, over – simplifying, etc.)

- it would have helped if the talks were divided in “non – statistical”/ “statistical”, say (similarly for the audience); this might have incited the “specialized” audience to ask more challenging, subject – matter questions and to bounce ideas.  In many respects, due to the undergraduate presence in the audience, the speakers adopted a “teaching a class” attitude.  Personally, I would have preferred to be exposed to a highly involved talk (statistically speaking, say), where the major concepts/ideas emphasized could have been debated in a creative fashion.

- if dividing the audience is not a great idea, maybe offering a few short introductory talks (e.g.: gene structure, microarray experiment) in the first day and then proceeding as if everybody has the same background would help

- many times, due to shortage of time, the presenters could not cater to all of the students/participants who had interesting questions – personally, I think that getting the substance of a talk is more important than being on schedule and as such I would have liked to have more opportunities to talk to each speaker after their talk and be able to establish research connections

- it would have been nice to have some spacing between consecutive talks, just to give us a chance to refresh our minds and digest the ideas exposed

- maybe getting more exposure to other top researchers in this area would have helped

- brainstorming discussions after each session/talk might have helped (engage the audience’s critical & creative skills) or even assigning short group projects before-hand

- more interaction between audience/speakers!

* I liked the abstracts that introduced what we were going to hear about.  It would be more helpful, if there were some kind of lecture notes (() addressing basic topics that we need to understand the lecture.  (since the background of people is different)

* This conference was very well organized and enlightening for all who were involved.  I would like to thank you and everyone who put this together!

* The Goods
· great workshop

· excellent speakers/service (i.e. lunch, reception, etc.)

· good speaker – audience interaction

   The Bads

· Different room spacing – visibility was extremely poor

· Fewer speakers (i.e. less redundancy & overlap) just let them speak longer.  It (is) obvious that they have more to say.

* Room was a little cold.

I think it was a good overview of different areas.  It did seem to focus more on molecular biology than on statistical genetics which I thought was good since I am from a statistical background.  However, it did not seem that, the limitations of the molecular biology field were placed in a statistical light.  This was probably due to how the workshop seemed more as an overview than a detailed look at solutions to a problem.

* I found that most speakers spent the beginning of their lectures going over the basic biological or statistical aspects and tools.  This is kind of repetitive.  I would rather like to have all the lectures in one day covering the basic.  Then on the later days, some more advanced lectures can be scheduled.  Also I think explaining about the speakers’ backgrounds would be helpful.  An overview lecture about how all different perspectives connect together.  

It would actually be better if the workshop is held in a warmer room so it would be easier to concentrate.

Overall, the workshop is excellent and very well organized.  I am very glad that I came.

* - The audience was quite diverse.  While I believe it is important to see the perspectives of a problem from different fields’, it was difficult to see who the speakers were told their audience would be.


Some speakers glossed over the statistical details…what was the model?  How did you carry out the analysis?  How did you define the problem in a statistical point of view?

   - a “background” lecture at beginning of workshop would have helped to prevent redundancy:



Central Dogma



DNA     RNA      Protein    etc.

· it was FANTASTIC to have speakers come and talk from different departments

· the room was too cold!  Can’t think…

· because I’m a stats person, I tended to get lost and become uninterested in the speakers who did not focus on the stats (e.g. protein fn … would have liked to see more details on MCMC)

· although the speakers did seem to be talking to different/parts of audiences, I would not want to split us up into subgroups.  Maybe the speakers could have more time to talk so that they had a sufficient amount of time to talk about both the biological and statistical part (instead of focusing on just one).


e.g. liked Wijsman’s talk b/c had enough biology & stats

· Interdisciplinary programs?…

don’t think you should spread yourself too thin

concentrate on 1 or 2 areas

the rest of your knowledge will be built up throughout your career and through communication w/ others – the learning never ends

· great workshop!  should do this more often (
* This is a great workshop which provide a chance to know the recent research projects in computational biology area.

* I learned lots of new stuff from this workshop.  Each speaker has his/her specialty and showed lots of data examples of their research.  But as a first – year graduate I found there are many knowledges that I need to learn to understand their topic completely.  Probably it’s only my problem.  Besides to me, it would be better if there could be another speech on the overview of all the research areas in computational molecular biology area.  


After all thanks for all the effort you have given to this workshop!

* There was (were) not enough chances for students to get in touch with faculty, especially if some of the faculty were not present at the reception.

* It is a very helpful workshop and I learned much from it.  There is a wide range of topics and the seminars have very high quality.


It might be better if we can have more breaks in one day we have more chances to communicate with students and professors.  Thank you very much.

* If 
1) Have a poster session for students



2) The lecture after lunch break is an easy & short one



3) Reception at the first night to help people know each other

 
then, I think the workshop will be better.

* There were too much redundancies in the beginning of every lecture explaining the basic Biology.


It would have been much better if the workshop was divided in stages i.e.: 1) – Day 1: introduction on Basic Biology/genetics, introduction on Basic Statistics (for both groups of people with genetics background and statistics background).  2) – Day 2:  What’s going on today in the field of Biostatistics  3) – Day 3:  The current research


And there were too much genetics.  I wish there were more lectures by Math/Statisticians/Computer Scientists.


Overall, very helpful and enjoyable.  Thank you for you time and effort to “enlighten” me.  (
* I think more time for questions would be helpful – questions during and after the talks.  It would help for students understanding (students obviously had a lot of questions that were asked so many were probably not asked) as well as help keep things on schedule.

* I am a statistics masters student and I am recently involved with the BYV phylogenetics group.  I found this conference helpful in that I learned more of how statistics is involved in phylogenetics and microarray studies.  The only part of the conference that I would suggest be slightly improved is that some of the speakers assumed a level of understanding in biology/genetics that wasn’t necessarily in all the students.  It was very helpful when the speakers gave quick definitions of terms and did not use acronyms without explaining their meaning.  Overall, it was a great conference.

* Thanks for all your support!

* It is hard for me to say if there should be more math or biological sciences.  The presentations given were very good, and helpful in giving a picture of current studies.  The length of the workshop seemed just right so I am not sure that you could broaden the scope without taking away one or the current talks if there were more computational biology research, one more speaker on that topic would be good.

* Just some comments from my talking with other participants:

· Maybe talks should be coordinated so that first speaker does background in mol bio., gen. and statistics used in a particular area, then following two talks highlight current research/applications so that the same mol. Bio. Background isn’t repeated

· From some with comp. Sci. background:  I have heard that more stat background would be appreciated.

· I know that this can’t be controlled, but for some of us more junior participants talks/questions got hijacked by more senior/knowledgeable participants making it less educational or more confusing.  The idea of workshops with a wide variety of topics to expose undergrad/junior grad students is great, unfortunately more senior grad students sometimes highlighted aspects of topic that were above the level of most participants.

· That said, this was a great experience and I am glad I participated!

