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Fig. S1. RNA and metabolite levels for TCA and glyoxylate cycle genes. The metabolite
and RNA levels for snflA (A), adrlA (B), cat8A (C), and adrlAcat8A (D) were
normalized to those observed in wildtype and incorporated with RNA data, also

normalized to wildtype. The RNA levels were derived from previously published work
[27].
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FIGURE S1B
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FIGURE S1C
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FIGURE S1D
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Fig. S2. RNA and metabolite levels for gluconeogenesis. The metabolite and RNA levels

for snflA (A), adrlA (B), cat8A (C), and adr1Acat8A (D) were normalized to those

observed in wildtype and incorporated with RNA data, also normalized to wildtype. The

RNA levels were derived from previously published work [27].
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FIGURE S2B
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FIGURE S2C
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FIGURE S2D
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