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EDUCATION:
2004 Ph.D Chemical Oceanography, University of Washington
2000 M.S. Chemical Oceanography, University of Washington
1998 B.A. Geology and Chemistry, Colorado College

APPOINTMENTS

2022- Co-Lead NASA Network for Life Detection

2020- Research Associate Professor: Department of Genome Sciences; University of Washington

2019- Network For Life Detection Steering Committee (NASA)

2017-2019 Lecturer CSI Seattle; designed and co-taught UW Early Fall Start 5-credit forensic chemistry
course

2015- Director UW Environmental Proteomics Center; proteomics research cost center

2014-2019 Research Assistant Professor Department of Genome Sciences; University of Washington

2013-2014 Research Scientist/Pl Department of Genome Sciences (with MacCoss Lab) University of
Washington (50% FTE)

2011-2013 Research Scientist/Pl Medicinal Chemistry Department University of Washington
(50% FTE)

2008-2011 Research Associate/ Co-Pl David Goodlett University of Washington, collaboration with
Rodger Harvey Chesapeake Bay Labs

2007-2008 Research Associate with David Goodlett, University of Washington
2006-2010 Research Associate/ Co-Pl collaboration with Dr. Sylvia Sander Univ. of Otago; New Zealand

2005-2007 NSF Polar Program Postdoctoral Fellow with Phillip Boyd, and David Goodlett, Univ. of
Otago; New Zealand/ University of Washington

2004 Postdoctoral Fellow (2004) with David Goodlett, University of Washington.
2001 Teaching Assistant, Chemical Oceanography: University of Washington

HONORS AND AWARDS

2022 New Investigator Award Joint Genome Institute

2020 Cover Design for MSphere Research

2016 Invited Speaker Gordon Research Conference Marine Microbes

2014 Cover Design for PNAS Research

2014 Travel Award and invited speaker to ASLO Ocean Sciences Meeting

2005 National Science foundation Postdoctoral Fellowship Award

2005 Best Speaker Award Australia & New Zealand Society of Mass Spectrometry Conference; Lorne, Australia.

FEDERAL FUNDING AWARDS

2023- NSF- Sea-ice snow microbial communities’ impact on Antarctic bromocarbon budgets and
processes (Co-l)


mailto:brookh@uw.edu

2022- NSF- MCA: Utilizing high-throughput proteomic methods to build a more
accurate conceptual model of the effects of environmental change on early life stages of
genetically diverse herring populations (Co-l)

2022- NASA-TWSC Building a stronger, more inclusive research coordination network for
life detection (PI)
2022- NIH-R21 Using Microbiomes as microsensors to forecast Harmful Algal Blooms (Pl)
2022 New Investigator Award Joint Genome Institute (PI)
2020- NSF-10S Collaborative grant to track cross-kingdom chemical signaling in phytoplankton-bacteria

model systems using isotopically labeled proteins and metabolites (Pl)
2020-2021 Royal Research Foundation: Microbiomes as microsensors to forecast HABs (PI)
2018-2021 NSF-BIOS Diel Physiological rhythms in a tropical oceanic copepod (Co-l)

2018-2021 NASA-Exobiology Using Proteome Dynamics of Psychrophilic Bacteria to Decipher Metabolic
Strategies and Protein Signatures Indicative of Sustained Life in Ice (Co-l)

2018-2021 NASA- Exobiology Investigating Taphonomic processes under Cold and Dry conditions Using
Sediment Samples from Untersee Oasis, Antarctica (Co-l)

2017-2020 NSF-IOS: Collaborative Research: Physiological mechanisms involved in the allocation of energy
to reproduction in corals under thermal stress (Co-l)

2016-2019 NSF-OCE Collaborative grant to determine functional biomarkers of bacterial recycling. (PI)

2016-2017 NSF-OPP Polar Programs grant to develop methods to complete metaproteomes in Greenland
subglacial sediments (PI)

2015-2019 NASA- Exobiology SubAward Characterization of Microbes Mediating Anaerobic Oxidation of
Methane Coupled to Iron Reduction from an Ancient Ocean Analogue (Co-l)

2012-2015 Australian Discovery Project: transcriptomics and proteomics of S. Ocean plankton. (Co-l)

2012-2015 NSF-OCE Collaborative grant to examine protein recycling in the ocean. (PI)
2014 Early Career Travel Award ASLO Ocean Sciences Honolulu, Hli

2011-2014 NSF-OCE grant to examine proteomic adaptations by Red Tide organisms. (Co-l)
2008-2011 NSF-OCE grant to examine protein preservation in oceanic sediments. (Co-l)
2006-2008 Marsden grant (New Zealand) (Co-l)

2005-2007 NSF Polar Programs Postdoctoral Fellowship (PI)
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FIELDWORK

2022 Pl: Orcas Island land-based field expedition: collected microbiome samples for genomics,
proteomics, transcriptomics, metabolomics every 4 hours for 20 days. Designed experiment,
mooring for direct pumping from bay to shore, and efficient on-shore sample collection regiment

2021 Pl: Orcas Island land-based field expedition: collected microbiome samples for genomics,
proteomics, transcriptomics, metabolomics every 4 hours for 20 days. Designed experiment,
mooring for direct pumping from bay to shore, and efficient on-shore sample collection regiment

2019 Co-PIl: Bermuda Time Series Station research cruise Diel Physiological rhythms in a tropical
oceanic copepod

2005 Postdoctoral Fellow- Southern Ocean cruise on Palmer to Ross Sea to track siderophore
chemistry

1998-2004 Graduate Student: >10 research cruises in Puget Sound, Washington Coast, and Mexican Margin
to develop methods and quantify dissolved organic carbon diffusing from ocean sediments using
3 different methods: lander, core slicing (box core and multi-corer), and “sipper”

TEACHING AND MENTORING

2022 UW Astrobiology Workshop: Simulated Mission to Detect Life. Designed and led 1 week
online workshop to detect life on another planet.

2017-2019 CSI Seattle: Developed and co-taught 5 credit Early Fall Start course on forensic analytical
chemistry (paused due to Covid)

2001 Teaching Assistant, Chemical Oceanography: University of Washington

Guest Lectures: Haverford Marine Molecular Techniques (2021), Univ. of Rhode Island Molecular Methods (2021),
International Metaproteomics Workshop (2021), Univ. of Washington Medicinal Chemistry Mass Spectrometry Course
(2015-2019), Univ. of Texas Analytical Chemistry Course (2017)

STUDENT PHD COMMITTEES



Miranda Mudge- UW Molecular and Cellular Biology
Jiwoon Park- UW Oceanography

Jeremy Axworthy- UW Fisheries

Damon May- UW Genome Sciences (PhD completed 2019)
Molly Mikan- Old Dominion (PhD completed 2021)

Jessica Faux- Univ. of Maryland (PhD completed 2016)
Elisha Moore- Univ. of Maryland (PhD completed 2014)

SERVICE & OUTREACH

2022

2021

2018

2013-2019

2017

2013-2018

2014,2016, 2018
2014
2005, 2008, 2017

2013-

ongoing

ongoing

Developed and Led Astrobiology Workshop: Simulated Mission to Detect Life workshop was
designed for 18 UW Astrobiology PhD Students (>40hrs)

Provided Training at Galaxy P International Workshop: Taught ocean mass spectrometry
metaproteomic approaches in virtual course

Search Committee for Dept of Genome Sciences Faculty

Environmental Proteomics Summer High School Internships: 1-2 students per summer
conduct research, write peer-reviewed papers, and compete in science fairs (paused due to
Covid)

Public Talk: Wednesday Evenings at the Genome Lecture Series: "What can the tiniest
organisms teach us about the vast ocean?"

K-12 Public Outreach: Development and Presentation of the Portable Hands-on LC-MS for
K-12: PAWSs on Science and Life Sciences Festivals at Pacific Science Center

Session and Tutorial Leader: ASLO International Ocean Sciences Meeting
Workshop Leader: Science and Engineering Festival in Yakima, Washington

Motivational Speaker for Women in Science: American Association of University Women’s
Annual Awards ceremony for highest achievement females in science, technology and Math and
Women in Genome Science guest speaker

Research Website: http://www.environmentalproteomics.org

Journal reviewer: Environmental Microbiology; Nature; ISME; Marine Chemistry; Geochimica et
Cosmochimica; Proteomics, Journal of Proteomics Research; Marine Ecology Progress Series;
Molecular Cellular Proteomics, PNAS, Organic Geochemistry, Nature Climate Change etc.

Panel Reviewer: NASA Panel Reviewer PSTAR program, NSF panel reviewer: Divisions of
Chemical and Biological Oceanography, and Integrative Organismal Systems
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