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= N spectra will have a similar pattern of peaks. |}
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<No Sa¢ Search Elements... 5] _
S1_HMR_O s hC 4 i -
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Element Information... i V. No. m/z  Areafcts Color Peak Label Description = g 8—- B
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Spectra Library — 2 43.0569 243 1R 43.06u C3H7 @ - -
, gl 8 3 45.0333 sezs [N 45.03u PEG 2 5] i
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A 4  59.0125 945 N 59.01u PMMA . ;
Scale Spectra IS 5 59.0520 1168 N 59.05u PEG i i
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Mass Interval Lists Fa3 8 73.0391 3021 [ 73.03u PEG i i
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=~ 14 101.0567 1362 [N 101.06u PMMA 40.98 41.00 41.02 41.04 41.06 41.08 41.10
E 15 103.0389 713 103.05u PEG v miz
Animate NUM




Printing Screen Layout Active Measurement
IONTOF N B Y e 5 i + 5= & o | Pomotuser (3 ][ & S1_HMR_01 itmx L
[;] <No Sample Name> (S1_HMR_ - Measurement Explorer - Spectra -
File Edit Spectrum Mass Interval List PeakList View Help
& [& i 40 L 3 i Total Range v Total Area v All Intervals v ‘ Find: | c7h7 T G R R A T i W
C 3H 5+ miz | 41.0409 | Area (cts) | 368 [] Explained (%) 100.0 || Resolution 2,149
| Check.. | AddPeak Dev. (ppm) 56.4 | Counts / Shot | 0.0003 Peak Difference... Width (ns) 7.45
Compilations Spectrum  MVSA Calculations Properties
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<No Sample Name > (S1_HMR_02) . -
4 - -
3 _
X ;
13 A _
0- —— . . I . }I . l . e Jll PR ) . . . lh l‘& l}l 2 . A'h ﬁl AI 'Il l'l.lﬁ. ' )n'A hllﬁ. l.'I l)‘l Aiﬁ bura lAﬂ'ﬂI\I&AIA& lk l - hl.a. fl',..)ﬂnr}l ’Il P Alll.nlﬁ'. a A B
0 5 10 15 20 25 30 35 40 45
miz
<MNo Sample Name> (S1_HMR_01) * - Mass Calibration X
Q| wasslistros | This Is the calibration dialogue. Typlcglly caion Poirts |1 T2 T3 x4 Time Loy
+ |v N m/z Area/cts Color peak Label | YOU will see the default set of calibration on : [FHTR % - -
| Massintervals peaks. The calibration has been cleared to e sctocted o -
. . use seie channe B
— 2 43.0569 243 N .06u| jllustrate how you can calibrate the data. Loz -
l:: | 3 450333 5939 [N 45.03u l y " 5 5 —_— B
w 4 59.0125 345 59.01 4 " | on +/4mu) ass ev.(ppm) ev.(mu) unts/... i
IS 5 59.0520 1168 [N 59.05u @ @ i
S 6  69.0353 727 69.04u gt -
L 7  69.0770 300 [N 69.08 u i i
Mass Interval Lists Fa3 8 73.0391 3021 [ 73.03u PEG i i
MassListPos (4) — 1 = : 87.0494 3333 N 87.05u PEG il a
@ 10 89.0670 643 [N 89.06u PEG 2- N
Hr 11 910554 2212 [ 9105u PS i SF = 100000.000, KO = 0.000, Postive i
@ 12 93.0712 2472 93.07u PMMA i i
L 13 98.0721 1370 98.07u GTP 04— e e N B
v 14 101.0567 1865 [N 101.06 u PMMA 40 41.10
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File Edit Spectrum MassInterval List PeakList View Help
& [& i 42 L =3 @ B Total Range v Total Area v All Intervals v Find: | c7h7 g | e IR BT M
C_3H 5+ mz | 41.0408 | Area (cts) | 368 || [] Explained (%)  100.0 || Resolution | 2,149
| Check.. | AddPeak Dev. (ppm) | 56.4 | Counts / Shot | 0.0003 Peak Difference... Width (ns) | 7.45
Compilations ' I Spectrum  MVSA Calculations Properties
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The first peak in the spectrum will e miz
always be hydrogen (H). S .
P | Masslistpos | % 10% j— Calibration Points  List1 List2 List3 Lst4 List5 by
A c - -
i V. No. m/z  Area/cts § g lon - [ioft ik = i
Mass Intervals A : A — g -
\/ I i
e ) JR— - @ @ ‘g 1 [ Juse selected channel Delete Al -
il | 3 45.0333 sozs [N 45.03u PEG < I i
e . - 545 [ NP P - 6j lon +/-{mu) Mass Dev.ppm) Dev.mu) Counts/... N
& 5 53,0520 11683 53.05u PEG i i
B z 69.0353 727 69.04u PMMA . -
jon) 7 69.0770 300 [N 69.08 u i i
Mass Interval Lists Fa3 8 73.0391 3021 [ 73.03u PEG i i
MassListPos (4) — 11 9 87.0494 3388 | 87.05u PEG il i
@ 10 89.0670 643 [N 89.06u PEG 2- N
Hr 11 910554 2212 [ 9105u PS i SF = 100000.000, KO = 0.000, Postive i
@ 12 93.0712 2472 93.07u PMMA i i
e 13 98.0721 1370 [ 98.07u GTP 04— T
-~ 14 101.0567 1359 N 101.06 u PMMA 40 41.10
E 15  103.0389 713 103.05u PEG v miz
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[;] <No Sample Name> (S1_HMR_01) * - Measurement Explorer - Spectra —
File Edit Spectrum Mass Interval List PeakList View Help
& [& i 40 L 3 i Total Range v Total Area v All Intervals v ‘ Find: | c7h7 T G R R A T i W
mz | 04415 Area (cts) | 8642 || [] Explained (%) 0.0 || Resolution 1,672
| Check.. | Add Peak Dev. (ppm) | Counts / Shot | 0.0073 Peak Difference... Width (ns) 0.99
Compilations I Spectrum  MVSA Calculations Properties
D Dﬁ‘ g x 3 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1
@ 107 |
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<No Sample Name> (S1_HMR_01) * - Mass Calibration X
P | Massistpos | % 102 [~ Calbration Points it 1 List2 List3 List4 List5 o
+ v N m/z  Area/cts A - . -
— S N lon: || Add .
Mass Intervals g p A = B u
V = i -
o . pp— - @ @ g i [ Juse selected channel Delete Al -
.. 3 450333 sozs 45.03u PEG £ l p s | D 0 — i
" . —— o5 581w | pasas 6—_ on +/-{mu) ass Dev.jppm) ev.(mu) unts/ ... -
IS 5 59.0520 1168 N 59.05u PEG . s
— 6 69.0353 727 69.04u PMMA i i
L 7 69.0770 300 N 69.08 u 4- -
. ¥ 8 73.0391 3021 N 73.03u PEG i I
Mass Interval Lists ha4
MassListPos (4) — 1 = B 87.04%4 3333 87.05u PEG ) i
@ 10 89.0670 643 89.06u PEG 24 -
Hr 11 910554 2212 [ 9105u PS . SF = 100000.000, KO = 0.000, Postive -
@ 12 93.0712 2472 93.07u PMMA i P i
e 13 98.0721 1370 [ 98.07u GTP 0L annet ' e
v 14  101.0567 1865 [N 101.06u PMMA 0.4 0.450
E 15 103.0389 713 103.05u PEG v miz
- Options... Autocalibrate | As Default Revoke Recalibrate
For Help, press F1 NUM
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IONTOF 2 H il H v - | + 52-25 Q £% | Prompt user (& & S1_HMR_01 it =
[;J <No Sample Name> (S1_HMR_01 surement Explorer - Spec -
File Edit Spectrum MassInterval List PeakList View Help
& [& & o L 3 @ i 6 @ Total Range Total Area v All Intervals v ‘ Find: | c7h7 dd [ wmE IS BT M
m'z 0.4415 5 Area (cts) ‘ 8,642 I:] Explained (%) 0.0 Resolution 1,672
| Check.. | AddPeak Dev. (ppm) ' Counts / Shot | 0.0073 Peak Difference... Width (ns) 0.99
Compilations Spectrum  MVSA Calculations Properties
D @‘ m x H103 | 1 1 | 1 1 1 | 1 1 1 | 1 1 1 1 1 1 1 1 | 1 1 1 | 1 1 | 1 | 1 1 II 1
S ra § 7:
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E -
Spectra ]
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. <No Sample Name> (S1_HMR_01) * - Mass Calibration X
7 | Then type 'H' in the 'lon' box and
MassListPos Calbrat P int - - - - - rraly i
press the 'Add' button. You can oo Fowss A e e X
+ V  No. m/fz Area [cts  Color Peak Label Descrif - . . -
- also just hit <Enter>. lon - [H Add .
Y Mass Intervals ] T I —
— 2 43.0569 245 [N 43.06u C3H7 | | Hse selecied channe Delete Al I
;| 3 45,0333 530 N 45.03u PEG @ @ ' p " D Cots/ -
A 4  59.0125 945 [ 59.01u  PMMA o +/4mu) ass  Dev.(ppm) unts/... -
IS 5 59.0520 1168 N 59.05u PEG .
— 6 69.0353 727 69.04u PMMA -
L 7  69.0770 3s0 N 69.08 u -
Mass Interval Lists ka3 8 73.0391 3021 [ 73.03u PEG i
MassListPos (4) — 11 E 87.0494 3338 87.05u PEG i
@ 10 89.0670 643 I 89.06u PEG 2- B
Hr 11 910554 2212 [ 9105u PS . SF = 100000.000, KO = 0.000, Postive -
@ 12 93.0712 2472 93.07u PMMA i P i
e 13 98.0721 1370 [ 98.07u GTP 0L annet ' e
~ 14  101.0567 1869 [N 101.06u PMMA 0.4 0.450
G 15  103.0389 713 103.05u PEG v miz
- Options... Autocalibrate | As Default Revoke Recalibrate
For Help, press F1 NUM
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IONTOF N B Y e 5 i + 5= & o | Pomotuser (3 ][ & o] S1_HMR_01itmx L
|| <No Sample Name> (51_HMR_01) * - Measurement Explorer - Spectra — X
File Edit Spectrum MassInterval List PeakList View Help
& x v L@ i KM Total Range v Total Area v All Intervals v ‘ Find: M| wmE I BT M
m/'z 0.4415 : Area (cts) \ 8,642 I:] Explained (%) 0.0 Resolution 1672
| Check.. | Add Peak Dev. (ppm) | Counts / Shot | 0.0073 Peak Difference... Width (ns) 0.99
Compilations I Spectrum  MVSA Calculations Properties
D Dﬁ‘ g x 3 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1
@ 107 |
S ra S T7-
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=
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E -
Spectra ]
DE X AV =52 9] N
S1_HMR_01_0* i i
<No Sample Name> (51 HMR 01) * s i
S1_HMR_02_0 - -
<No Sample Name > (S1_HMR_02) i :
3 -
2] : -
] < The next cluster of peaks might A
- N look familiar. The largest peak is -
1- CH3. ﬂ -
0— T i T T T T . ‘lf| T T Al @ @ T A? Y T T L'L!l#jl k T T T T #ﬂﬂ] ul T t “JLﬁAAT"ﬂLJI T T ‘Jllh T T !
0 5 T e ZU 25 30 35 40 45
- : - miz
@ MassListPos I —~-10% [~ Calibration Points List1 List2 List3 Lstd4 Lst5 Sl
+ V  No. m/fz Area [cts  Color Peak Label Description " - . ) 3
T S i lon : Add B
V Mass Intervals A =~ 8- -
= . use selected channel B
— 2 43.0569 23 1N 43.06u C3H7 w - Delete Al .
.. 3 45.0333 5939 N 45.03u PEG £ l p " D > Cots/ I
w 4 59.0125 345 59.01u  PMMA 6 on +/4mu) ass ev.(ppm) ev.(mu) unts/... B
I 5  59.0520 1163 [ 59.05u PEG i H+ 30 i 18 18 0.01 !
— 6 69.0353 727 69.04u PMMA i i
L 7 69.0770 300 N 69.08 u 4- -
Mass Interval Lists ka3 8 73.0391 3021 [ 73.03u PEG i
MassListPos (4) — 1 = B 87.04%4 3333 87.05u PEG ) i
@ 10 89.0670 643 I 89.06u PEG 2- B
Hr 11 910554 2212 [ 9105u PS . SF = 100000.000, KO = 0.000, Postive -
@ 12 93.0712 2472 93.07u PMMA i i
L 13 98.0721 1370 98.07u GTP 0 T
— 14  101.0567 1369 1D 101.06u PMMA 0.4 0.450
G 15  103.0389 713 103.05u PEG v miz
- Options... Autocalibrate | As Default Revoke Recalibrate
For Help, press F1 ‘ NUM



Printing Screen Layout Active Measurement

IONTOF £ o W el S ﬂ i + 5= & o | Pomotuser (3 ][ & o] S1_HMR_01itmx o

[;] <No Sample Name> (S1_HMR_01) * - Measurement Explorer - Spectra -
File Edit Spectrum MassInterval List PeakList View Help
& [ # 4 L 53 @ i & @ Total Range v Total Area v All Intervals v ‘ Find: | c7h7 #h | W IS EBEST M
miz 6.8396 | Area (cts) | 51,600 || [] Explained (%) 0.0 || Resolution 4,290
| Check.. | AddPeak Dev. (ppm) ' Counts / Shot { 0.0437 Peak Difference... Width (ns) 1.52
Compilations I Spectrum  MVSA Calculations Properties
D D‘ g x 3 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1
@ 107 |
S ra S T7-
8 -
=
g 6-
E -
Spectra ]
D& X Av| w2 o] -
S1_HMR_01_0* i i
<No Sample Name> (51 HMR 01) * s i
S1_HMR_02_0 . -
<No Sample Name > (S1_HMR_02) i :
3] _
2] _
9. _
0— T — T ™ T T . ‘lf| T T Al T ll T f" T “ih = \J \_ILJ-.'. A A? Y T T L'L!l#jl k T T T M#ﬂﬂ] ul T t “JLﬁAAT"ﬂLJI T 1 ‘Jllh T T !
0 5 10 15 20 25 30 35 40 45
miz
. <No Sample Name> (S1_HMR_01) * - Mass Calibration X
7 | Click on the CH3 peak, type the
MassListPos . ) L1 Calibration Point . . . . . rrrrraralaag
n / / | S~ name in the 'lon' box and press g 0" neeion Fores I e e I
V. No. m/z Area [cts  Color Peak Label Descri| . | ) i
— | A 'Add’ (or hit <enter>). I lon : |CH3 NAdd i
"'.‘{ ass Intervails i clected ch | %\y B
— 2 43.0569 243 43.06u C3H7 ,, ,, . [Juse selected channe Delete Al I
pl:: | 3 45.0333 soz0 N 45.03u PEG C ! ) ( ! > i l , " 0 0 -y a
w 4 59.0125 345 59.01u PMMA | on +/4mu) ass ev.(ppm) ev.(mu) unts/... i
I 5 59,0520 1163 [N 59.05u PEG 5] H+ 30 1. 18 18 0.01 i
— 6 69.0353 727 69.04u PMMA il .
L 7 69.0770 350 N 69.08 u ) -
Mass Interval Lists Fa3 8 73.0391 3021 [ 73.03u PEG | i
MassListPos (4) — 1 = E 87.0494 3388 87.05u PEG 1- n
@ 10 89.0670 643 89.06 u PEG d
Hr 11 910554 2212 [ 9105u PS l SF = 100000.000, KO = 0.000, Postive I
@ 12 93.0712 2472 93.07u PMMA i Gt BEAT i
e 13 98.0721 1370 [ 98.07u GTP R annet ' e
v 14  101.0567 186¢ [N 101.06u PMMA 6 0 6.865
G 15  103.0389 713 103.05u PEG v miz
- Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM




For Help, press F1

Printing Screen Layout Active Measurement
“ Tl Il . == i =
IONTOF Ry L e i + 5= & o | Pomotuser (3 ][ & S1_HMR_01.tmx K
[;J <No Sample Name> (S1_HMR_01) * - Measurement Explorer - Spectra X
File Edit Spectrum MassInterval List PeakList View Help
S [ais 40 L =3 @ 2 @ Total Range v Total Area v All Intervals v ‘ Find: b | W E I SR M
m'z 6.83%6 Area (cts) | [ Explained (%) 0.0 || Resolution
| Check.. | AddPeak Dev. (ppm) ' Counts / Shot | Peak Difference... Width (ns) 0.00
ilati Spectrum  MVSA Calculations Properties
Compilations P
D @‘ m x 4 | 1 1 1 1 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 |
@ 107 |
S ra = -
24 .
= 8
2 .
2 .
c 7 -
Spectra ]
DELE X Av| =52 6] ’
S1_HMR_ 01 0* ] I
<No Sample Name> (51 HMR 01) * 5. -
S1_HMR_02_0 ] I
<No Sample Name > (S1_HMR_02) . ] I
3] _
2] "
] After adding a second peak the program will apply -
1- the calibration. At this piont the spectrum should -
- be close to the correct calibration. You need at h . :
L —1 |east 3 peaks for a valid calibration F— ———— 7 +——% —* T
0 5 P ’ 30 35 40 45
! miz
f MassListPosI B CallbratlonPomts Llst1 Llstz Llst3 Llst4 Llsts Lt rr el
+ V  No. m/fz Area [cts  Color Peak Label Description A - . ) 3
B 2 - lon : Add L
Mass Intervals A ~ . -
V = 0.8+ use selected channel ~
— 2 43.0558 873874 N 43.06u C3H7 @ . Delete Al .
i § 3 45,0342 32330 45.03u PEG ﬁ i ' y - 5 0 — |
W 4 59.0121 53400 59.01u  PMMA 0.6: on +/4mu) ass ev.(ppm) ev.(mu) unts/... :
_l}'t- 5 59.0496 37584 - 59.05u PEG : H+ 30 1. 0.0 0.0 001 v :
S & 69.0356 122335 69.04u PMMA . CH_3+ 10 15... 0.0 0.0 004 v s
jo) 7 69.0749 351365 [N 69.08 u 0.4 _
Mass Interval Lists Fa3 8 73.0327 17312 [ 73.03u PEG i i
MassListPos (4) — 11 9  87.0455 5925 [N 87.05u PEG . i
@ 10 89.0605 3373 89.06 u PEG 0.2 -
Hr 11 on0s3s 236503 [N 9105u PS . SF = 67917.824, KO = -1718.879, Postive '
@ 12 93.0705 56308 93.07u PMMA i i
i 13 98.0732 73400 N 98.07u GTP 0.0 EEEEEREES e
T 14  101.0576 27312 D 101.06u PMMA 6 )0 6.865
E 15  103.0471 37193 103.05u PEG v miz
Options... Autocalibrate | As Default Revoke Recalibrate

NUM



IONTOF Printing Screen Layout Active Measurement
re il Il : (== | S1_HMR_01 itmx 572l
ZUEE [ R gl 28 (@ - 5 &=
D <No Sample Name> (S1T_HMR_01) * - Measurement Explorer - Spectra -
File Edit Spectrum MassInterval List PeakList View Help
&[4 i 40 L =3 @ i @ Total Range v Total Area v All Intervals v ‘ - Find: | c7h7 dh | wEeE I E BTN
BeH 20+ mz | 27.0223 | Area (cts) | 352,554 || [] Explained (%) 100.0 || Resolution 5,572
[ Check.. | AddPeak ||| Dev. (ppm) 39 | Counts / Shot | 0.2989 | PeakDifference.. | || Width (ns) 1.58
ilati Spectrum  MVSA Calculations Properties
Compilations P
D DI q x ’_\104 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 lI 1
S ra é ]
o .
= 87
— ]
2 .
= 7 -
Spectra §
ODE X Av| @ s 2 6 s
S1_HMR_01_0* ] I
<No Sample Name> (S1 HMR 01) * 5] o
S1_HMR_02_0 ] I
<No Sample Name > (S1_HMR_02) . ] X
3] )
2] o
n You might recognize this second > .
] cluster of peaks. The first tall peak ’{} -
0 | T } T T T T T T T T T iS 02H3. CIiCK on thiS peak. i T f T !" ? ’l" T T T T T T t T f]" T J {" ? T T T T :
0 5 10 25 30 35 40 45
” ” miz
<No Sample Name> (S1T_HMR_01) * - Mass Calibration X
Q| Masslistpos | % 10* Y Calbration Points it 1 List2 List3 List4 List5 e
- o= A c — =
i V  No. m/fz Area [cts  Color Peak Label Description § - lon : |[TPTIR A -
Mass Intervals A = y L
V Z 90— elected channel -
— 2 43055 873874 [ 43.06u C3H7 a 20 [uses ann Delete Al -
bl | 3 45.0342 32330 N 45.03u PEG 2 i
’Mt 4 59.0121 53400 59.01u  PMMA - lon +/4mu) Mass Dev.[ppm) Dev.mu) Counts/... B
' ‘ 1.5+ -
-ME 5 59.0496 37584 - 59.05u PEG H+ 30 1. 0.0 0.0 001 v -
i 6 69.0356 122335 69.04u PMMA I CH_3+ 10 15... 0.0 0.0 004 v N
£ 7 69.0749 351368 [ 69.08 u 104 -
Mass Interval Lists pad 8 73.0327 17312 [ 73.03u PEG ) i
MassListPos (4) — 1 = - 87.0455 5925 87.05u PEG - -
@ 10 89.0605 3378 89.06 u PEG 0.5 _
% 11 eoss 236503 NN 91.05u PS ] SF = 67917.824, KO0 =-1718.879, Postive i
& 12 93.0705 56308 | 93.07u PMMA . P —— -
e 13 98.0732 73500 [ 98.07u GTP 0.0 -4 annel: - 175663, o
~ 14  101.0576 27312 101.06u PMMA 26.97 27.07
G 15  103.0471 37193 103.05u PEG v miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM



_ Printing Screen Layout Active Measurement
] W e : [E= ] 1_HMR_01i 5%l
IONTOF 2] W ¥E i + &= Q o romtuser (2] 3 | o] S1_HMR_01itmx =
D <No Sample Name> (S1T_HMR_01) * - Measurement Explorer - Spectra -
File Edit Spectrum Mass Interval List PeakList View Help
& [& i o0 L 53 @ ] Total Range V| Total Area V| All Intervals V’ Find: | c7h7 B UM
BeH 20+ mz | 27.0223 | Area (cts) | 352,554 || [] Explained (%) 100.0 || Resolution 5,572
[ Check.. | AddPeak ||| Dev. (ppm) 39 | Counts / Shot | 0.2989 | PeakDifference.. | || Width (ns) 1.58
ilati pectrum alculations Properties
Compilations Spect MVSA Calculati Properti
D DI m x ’_\104 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 lI 1
S ra é -
o .
= 87
— ]
2 .
£ 74
Spectra §
DR X Av| = =2 6 s
S1_HMR_01_0* ] I
<No Sample Name> (51 HMR 01) * 5. C
S1_HMR_02_0 ] I
<No Sample Name > (S1_HMR_02) . ] X
3] )
2 _
1 -
0 T } T T T T T T T T T T T T 1 |’I T T T T T T T T T T f T !" ? ’l" T T t T f]" T J {" ? T T T T
0 5 10 15 20 25 30 35 40 45
miz
Aft t | t 2 k h b <No Sample Name> (S1T_HMR_01) * - Mass Calibration X
er at eas peaKks nave Deen
é MassListPos - o Calbrat P int - - . . . tit iy
| added the software will try to predict retion Ports AR SR e -
+ |v N m/z  Area/cts Color Peak Label Deq . . . ) _
— | the identity of the peak you clicked lon : |EENESE T Add )
v ass intervals . clected ch o -
v 2| asoss| sz | NN s cyl ON. Here it has guessed wrong. [uses ann Delete Al -
bl | 3 45.0342 32335 N 45.03u  PEC ) ) -
’Mt 4 59.0121 53400 59.01u  PMMme _ lon +/4mu) Mass Dev.[ppm) Dev.mu) Counts/... B
_'LF— 5 59.0496 37584 - 59.05u PEG H+ 30 1. 0.0 0.0 001 v __
i 6 69.0356 122335 69.04u PMMA I CH_3+ 10 15... 0.0 0.0 004 v N
£ 7 69.0749 351368 [ 69.08 u 104 -
Mass Interval Lists pad 8 73.0327 17312 [ 73.03u PEG ) i
MassListPos (4) — 1 = g 87.0455 5925 87.05u PEG - -
@ 10 89.0605 3378 89.06u PEG 0.5 _
% 11 eoss 236503 NN 91.05u PS ] SF = 67917.824, KO0 =-1718.879, Postive i
& 12 93.0705 56308 93.07u PMMA . P -
e 13 98.0732 73500 [ 98.07u GTP 0.0 -4 annel: - 175663, o
~ 14  101.0576 27312 | 101.06u PMMA 26.97 27.07
G 15  103.0471 37193 103.05u PEG v miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM



IONTOF Printing Screen Layout Active Measurement
re il Il : (== | S1_HMR_01 itmx 572l
ZUEE [ B 8lrmmer 2] & @ - 5 &
D <No Sample Name> (S1T_HMR_01) * - Measurement Explorer - Spectra -
File Edit Spectrum MassInterval List PeakList View Help
&[4 i 40 L =3 @ i @ Total Range v Total Area v All Intervals v ‘ - Find: | c7h7 dh | wEeE I E BTN
BeH 20+ mz | 27.0223 | Area (cts) | 352,554 || [] Explained (%) 100.0 | Resolution 5,572
[ Check.. | AddPeak ||| Dev. (ppm) 39 | Counts / Shot | 0.2989 | PeakDifference.. | || Width (ns) 1.58
ilati pectrum alculations Properties
Compilations Spect MVSA Calculati Properti
D DI q x ’_\104 | 1 1 1 1 | 1 1 1 1 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 lI 1
S ra é ]
o .
= 87
— ]
2 .
= 7 -
Spectra i
ODE X Av| @ s 2 6 s
S1_HMR_01_0* ] I
<No Sample Name> (S1 HMR 01) * 5] o
S1_HMR_02_0 ] I
<No Sample Name > (S1_HMR_02) . ] X
3] )
2] o
1] N
0 | : I 1 1 | I I I 1 | 1 1 f rl 1 1 1 I | I I 1 1 | ? I lh ? ’:. 1 I I | 1 1 lf I ‘f[‘ AIA {" ? I I I 1
0 5 10 15 20 25 30 35 40 45
miz
<No Sample Name> (S1T_HMR_01) * - Mass Calibration X
. Correct the text to say C2H3 and
f MassListPos I press 'Add' (or hit <Enter>) Callbratlon Poirlts L|8t1 Llst 2 Llst 3 L|8t4 Llst 5 NN EEEN! l_
V. No. mjz Area [cts  Color Peak Label Descrij i
+ / / | k Label .
o lon : |C2H3 Add _
Y Mass Intervals 0 Eected i 4b— N
— 2 43.0558 873874 N 43.06u C3H7 ) ) ees = Delete Al N
bl | 3 45,0342 32330 45.03u PEG i
’Mt 4 59.0121 53400 59.01u PMMA . lon +/-mu) Mass Dev.(ppm) Dev.mu) Counts/... B
-ME 5 59.0496 37584 - 59.05u PEG H+ 30 1. 0.0 0.0 001 v __
i 6 69.0356 122335 69.04u PMMA I CH_3+ 10 15... 0.0 0.0 004 v N
£ 7 69.0749 351368 [ 69.08 u 104 -
Mass Interval Lists pad 8 73.0327 17312 [ 73.03u PEG ) i
MassListPos (4) — 1 = - 87.0455 5925 87.05u PEG - -
@ 10 89.0605 3378 89.06 u PEG 0.5 _
% 11 eoss 236503 NN 91.05u PS ] SF = 67917.824, KO0 =-1718.879, Postive i
& 12 93.0705 56308 | 93.07u PMMA . P —— -
e 13 98.0732 73500 [ 98.07u GTP 0.0 -4 annel: - 175663, o
~ 14  101.0576 27312 101.06u PMMA 26.97 27.07
E 15  103.0471 37193 103.05u PEG v miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM




Printing Screen Layout Active Measurement
IONTOF B # v & v i : + L —— o] S1_HMR_O1itmx -
Q <No Sample Name> (S1T_HMR_01) * - Measurement Explorer - Spectra —
File Edit Spectrum MassInterval List PeakList View Help
Gk +v Lag BDE B Ao Total Range v Total Area v All Intervals v ’ Find: | c7h7 fa e IR EPEH s
C 3H 5+ miz | 41.0401 Area (cts) | 1,548,829 || [] Explained (%) 100.0 || Resolution 5,836
[ Check.. || Addpeak ||| Dev. (ppm) 38.3 Counts / Shot | 1.3130 | PeakDifference.. | || Width (ns) 1.86
ilati pectrum alculations Properties
k:ompalahons Spect MVSA Calculati Properti
D D' m x ';;104 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 lI 1 ll","_-’"*':'; - A:’ — L ' —
Spectra 5 PR Fos
= 8: e : S
= 74 . . . . _f'«g:,*“ - : ;i:.' ~;§;§
S ] You might recognize this third g,» Sl U
7 g e g A p e oy B
DEEX| AV ==®.2 N cluster of peaks. The middle peak LR R w?-_
<1 MR 01 0 ] is C3HS. Click on this peak. i
<No Sample Name> (51 HMR 01) * 5] o
<No Sample Name> (S1_HMR_02) . ] -
3 )
2] o
1 D -
0 T } T T T T T T T T T T T T f l’l T T T T T T T T T T f Ih ? ’l" T T T T T T t !|" T J 'lﬁl ? T T T T
0 5 10 15 20 25 30 35 40 45
miz
<No Sample Name> (S1T_HMR_01) * - Mass Calibration X
Q| Masslistpos | % 10* [ Calibration Points  List1 List2 List3 Lst4 List5 i}
- ma A c - -
i V  No. m/fz Area [cts  Color Peak Label Description § 5] lon - = i
Y Mass Intervals PN ; - . ected charmel |
— 2 43053 874524 [ 43.06u C3H7 R Hee s = Delete Al [
;| 3 45,0349 32640 N 45.03u PEG = l i
pl:: g . . £ g i
m 4 59.0131 52707 [ 59.01u PMMA i lon +/4mu) Mass Dev.(ppm) Dev.mu) Counts/... i
_WC‘ 5 59.0506 37453 - 59.05u PEG : H+ 30 1. -16.4 0.0 001 v :
- 6 69.0368 120075 69.04u PMMA " - CH_3+ 10 15... 135 02 004 v =
4 7 69.0757 358653 N 69.08 u i C_2H_3+ 5 27... £9 02 030 v i
Mass Interval Lists ED 8 73.0335 16832 [N 73.03u PEG i -
MassListPos (4) — 1l = z 87.0468 6050 87.05u PEG il i
-4 10 89.0612 3651 [N 89.06u PEG 2 N
% 11 910555 233167 (NN 9L05u PS i SF = 67917.010, KO =-1717.501, Postive i
@ 12 93.0719 55716 | | 93.07u PMMA i Charrel: 21 ” i
e 13 98.0749 71330 [ 98.07u GTP L annel: 216633, ———
T 14  101.0592 27408 N 101.06u PMMA 4( 41.10
G 15 103.0483 35923 103.05u PEG v miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 [ NUM




Printing Screen Layout Active Measurement
IONTOF B e v i : + L —— o] S1_HMR_O1itmx u
Q <No Sample Name> (S1_HMR_01) * - Measurement Explorer - Spectra - X
File Edit Spectrum MassInterval List PeakList View Help
i «“ Laxg TE B Q@ Total Range v Total Area v All Intervals v ’ - Find: |c7h7 dh | wm e I BT M
C 3H 5+ miz | 41.0401 Area (cts) | 1,548,829 || [] Explained (%) 100.0 || Resolution 5,836
[ Check.. || AddPeak ||| Dev. (ppm) 383 Counts / Shot | 1.3130 | PeakDifference... | || Width (ns) 1.86
ilati Spectrum  MVSA Calculations Properties
Compilations P
D Dl g x ’_\104 ] ] 1 1 ] ] ] ] 1 1 | ] ] 1 | 1 1 1 1 ] 1 1 1 1 ] 1 1 1 1 | ] 1 1 1 | 1 ] 1 1 ] I lI 1 1
S ra é i
o .
= 8- 2
g ] G SR
— ] ok S s
s - . E AT e
DR X Av| = =2 6 s
S1_HMR 01 _0* ] I
<No Sample Name> (S1 HMR 01) * 5] o
S1_HMR_02_0 ] I
<No Sample Name> (S1_HMR_02) . ] -
3] )
2] o
14 N
0 T i T T T T T T T T T T 1 f |’| T T T T T T T T T T f lh ? ’l" T T T T T T t II" J ‘lf'l ? T T T T
0 5 10 15 20 25 30 35 40 45
miz
. . . <No Sample Name> (S1T_HMR_01) * - Mass Calibration X
. This time the software got it
Q| Masslistpos | correct Calibration Points List 1 List2 List3 List4 List5 i}
+ v . Areafcts  Col Peak Label Descri ’ -
T 0 m/fz ea/ olor eak Label Descrif lon - = -
Y Mass Intervals 2 I |
— 2 43.0%3 874524 [ 43.06u C3H7 ) ) Hse s ann Delete Al i
jl:: | 3 45,0349 32640 N 45.03u PEG B
A 4 59.0131 s2707 [ 59.01u PMMA — i lon +/-mu) Mass Dev.ppm) Dev.mu) Counts/... i
M 5 59.0506 37453 - 59.05u PEG : H+ 30 1. -16.4 0.0 001 v :
- 6  69.0368 120075 69.04u PMMA P CH_3+ 10 15.. 135 0.2 004 v -
LD 7 69.0757 358653 [ 69.08 u i C_2H_3+ 5 27... 69 02 030 v i
Mass Interval Lists Fay 8 73.0335 16832 [N 73.03u PEG i i
MassListPos (4) — 1l = z 87.0468 6050 87.05u PEG il i
@ 10 89.0612 3651 [N 89.06u PEG 2- N
% 1 evosss 238167 91.05u PS i SF = 67917.010, KO =-1717.501, Postive i
vl 12 93.0719 55716 93.07u PMMA
& - . 216688 —
e 13 98.0749 71330 [ 98.07u GTP L Channel:  216688.21 ———
T 14  101.0592 27408 N 101.06u PMMA 4( 41.10
G 15  103.0483 35923 103.05u PEG v miz
- Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM




Printing Screen Layout Active Measurement
IONTOF B e v i : + L —— o] S1_HMR_O1itmx u
Q <No Sample Name> (S1T_HMR_01) * - Measurement Explorer - Spectra -
File Edit Spectrum MassInterval List PeakList View Help
Gk +v Lag BDE B Ao Total Range v Total Area v All Intervals v ’ Find: | c7h7 fa e IR EPEH s
C 3H 5+ miz | 41.0401 Area (cts) | 1,548,829 || [] Explained (%) 100.0 || Resolution 5,836
[ Check.. || Addpeak ||| Dev. (ppm) 38.3 Counts / Shot | 1.3130 | PeakDifference... | || Width (ns) 1.86
ilati Spectrum  MVSA Calculations Properties
Compilations P
O H X
§104 . | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | 1 lI 1 ll""al — _A:’ — " - .__1_ —
Spectra = . A
o .
~ 8- i
z °7 e T
o : @ et
N ] AR e D
DR X Av| = =2 6 s
S1_HMR 01 _0* ] I
<No Sample Name> (S1 HMR 01) * 5] o
S1_HMR_02_0 ] I
<No Sample Name> (S1_HMR_02) . ] -
3 )
2] o
14 -
0 T } T T T T T T T T T T T T f l’l T T T T T T T T T T f Ih ? ’l" T T T T T T t !|" T J 'lﬁl ? T T T T
0 5 10 15 20 25 30 35 40 45
miz
. <No Sample Name> (S1T_HMR_01) * - Mass Calibration X
7 | Press 'Add’ (or hit <Enter>) to add
MassListPos . . . . Calbrat P int - - - - . P R N T O N |
+ | R~ it to the calibration list. orsion Toves e e -
V. No. Area/cts C Peak L Desdri -
T 0 m/fz ea/ olor eak Label Descrif lon - o :
Y Mass Intervals [Juse selected channel 4%‘ i
— 2 43.0563 874524 [N 43.06u C3H7 ) . Delete Al i
bl | 3 45,0349 32640 N 45.03u PEG | /) " Dovopm) | Dev.gna) | Courts/ -
-+,
A 4 59.0131 s2707 [N 50.01u PMMA - - o ™ e | Toveemy| Tevmay | LoEss- -
_FLF- 5 59.0506 37453 - 59.05u PEG : H+ 30 1. -16.4 0.0 001 v :
= 6 69.0368 120075 69.04u PMMA ) - CH_3+ 10 15... 135 0.2 004 v L
LD 7 69.0757 358653 [ 69.08 u i C_2H_3+ 5 27... 69 02 030 v i
Mass Interval Lists Fay 8 73.0335 16832 [N 73.03u PEG i i
MassListPos (4) — 1l = z 87.0468 6050 87.05u PEG il i
@ 10 89.0612 3651 [N 89.06u PEG 2- N
% 1 evosss 238167 91.05u PS i SF = 67917.010, KO =-1717.501, Postive i
& 12 93.0719 55716 | | 93.07u PMMA I Chaml. 216688 21 i
e 13 98.0749 71330 [ 98.07u GTP L annel: 216633, ———
T 14  101.0592 27408 N 101.06u PMMA 4( 41.10
G 15  103.0483 35923 103.05u PEG v miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 [ NUM




IONTOF Printing Screen Layout Active Measurement
re | W e : = S1_HMR_01 itmx 3
3 i Y 7y = R O s < C O o [B][6] [ - =5
D <No Sample Name> (S1_HMR_01) * - Measurement Explorer - Spectra — X
File Edit Spectrum MassInterval List PeakList View Help
& [ # 4 L 53 @ Total Range v Total Area v All Intervals v| ’ Find: fa UM
C_3H 5+ mz | 41.0401 Area (cts) | 1548829 || [] Explained (%)| 100.0 || Resolution 5,836
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[ Check.. ]| AddPeak Lol 204 Counts / Shot | 0.0073 | PeakDifference... | || Width (ns) 1.00
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I 5 59,0511 37293 59.05u PEG I CH_3+ 10 15... 35 0.1 004 v i
i ‘ 69.0376 118182 69.04u PMMA I C_2H 3+ 5 27... 6.0 0.2 030 v i
D 7  69.0762 360324 [N 69.08 u 4 C_3H_3+ 5 39... 28 0.1 029 v -
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' Options... Autocalibrate = As Default Revoke Recalibrat$ |
For Help, press F1 ‘ ‘ ‘ NUM
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I 5  59.0511 37293 [ 59.05u PEG CH_3+ 10 15... 35 0.1 004 v !
— 6  69.0376 118182 69.04u PMMA C_2H_ 3+ 5 27... 6.0 02 030 v i
L 7 69.0762 360824 N 69.08 u C_3H_3+ 5 39... 28 0.1 029 v =
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Spectra Library — 2 43.0565 854332 N 43.06u C3H7 z - ete .
_ _ pl:: | 3 45,0352 32713 R 45.03u PEG = i i
Add to Spectra Library m 4 59.0136 5183 59.01u  PMMA =~  B- lon +/4mu) Mass Dev.(ppm) Dev.mu) Counts/... B
Scale Spectra IS 5 59.0511 37293 59.05u PEG I CH_3+ 10 15... 35 0.1 004 v !
Scale Spectra by , | — g 69.0376 118182 69.04u PMMA 1 C_2H 3+ 5 27... 6.0 0.2 030 v i
A L 7 69.0762 360324 N 69.08 u 44 C_3H_3+ 5 39... 28 0.1 029 v -
Mass Interval Lists ka3 8 73.0342 16453 [N 73.03u PEG i
MassListPos (4) — 1 = B 87.0478 6134 I 87.05u PEG ) i
@ 10 89.0617 3870 89.06 u PEG 2+ B
Hr 11 onoses 233651 (NN 9105u PS . SF = 67915.896, KO = -1711.872, Postive -
@ 12 93.0730 55170 93.07u PMMA i P i
e 13 98.0763 70210 [ 98.07u GTP Jber annet ' e
v 14 1010605 26393 [N 101.06u PMMA a 1.016
E 15 103.0490 34262 103.05u PEG v miz
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+ v N m/fz Area [cts  Color Peak Label Description = ) :
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Mass Intervals - i
V = n
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jl:: | 3 450348 421572 N 45.03u PEG = :
"Jﬁt 4 59.0138 2763 N 59.01u PMMA lon +/4mu) Mass Dev.(ppm) Dev.mu) Counts/... N
M 5 59.0512 25029 - 59.05u PEG CH_3+ 10 15... 47 0.1 004 v :
- 6 69.0376 92774 69.04u PMMA C_2H_ 3+ 5 27... -79 0.2 026 v _
4 7 69.0761 289533 N 69.08 u C_3H_3+ 5 39... 37 0.1 023 v -
Mass Interval Lists ED 8 73.0342 15305 [N 73.03u PEG l} i
MassListPos (4) — 1l = B 87.0477 5433 87.05u PEG |
@ 10 89.0605 3641 N 89.06u PEG -
% 11 oross7  sees [ 91.05u PS SF = 67915068, KO =-1710.629, Postive i
@ 12 93.0731 40934 | | 93.07u PMMA Chamnel:  33222.80 .
e 13 98.0765 65025 [ 98.07u GTP annet ' AR RRRRE
~ 14 101.0604 18365 [N 101.06u PMMA 1.016
E 15 103.0514 58432 103.05u PEG miz
' Options... Autocalibrate = As Default Revoke Recalibrate
For Help, press F1 NUM
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<o Sample Name> (51 HMR 02) * the spectra with an ™ and press .
the Save button. :
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@ MBSSUStPOSI §102 11 Calibration Points List 1 List 2 List 3 List 4 List 5 rrraly i
+ v N m/fz Area [cts  Color Peak Label Description A = | ) |
T S lon: [H+ Add
Mass Intervals A = il B
V P .
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A 4 59.0138 42763 A 59.01u PMMA | lon +/-{mu) Mass Dev.ppm) Dev.mu) Counts/... i
_'}'LE 5 59.0512 25029 59.05u PEG 4: CH_3+ 10 15... 47 0.1 004 v '_
- 6 69.0376 92774 _ 69.04u PMMA | C_2H_3+ 5 27... -759 0.2 026 v i
4 7 69.0761 289533 N 69.08 u - C_3H_3+ 5 39... 37 0.1 023 v -
Mass Interval Lists Fay 8 73.0342 15305 [ 73.03u PEG 1 i
[MassListPos (4) — 1 B 87.0477 5488 87.05u PEG 2- |
,Q | 10 89.0605 3541 N 89.06 u PEG y -
Eiid 11| oLoss7 53682 NN 91.05u | PS 1 SF = 67915.068, KO = -1710.629, Posttve I
v 12 93.0731 40934 93.07u PMMA il |
E 13 98.0765 65025 [ 98.07u GTP 0L Chamnel: 3322280 | B & @ rer
i 14 101.0604 18365 1N 101.06 u PMMA ! 1.016
G 15 103.0514 58432 103.05u PEG e miz
Options... Autocalibrate = As Default Revoke Recalibrate { _—
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<No Sample Name> (S1_HMR_02) * - Mass Calibration X
@ MBSSLiStPOSI §102 11 Calibration Points List 1 List 2 List 3 List 4 List 5 AR NN NN
+ V  No. m/fz Area [cts  Color Peak Label Description A s | ) i
T S lon : |H+ Add
Mass Intervals -~ — N -
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— 2 43056 85044 [ 43.06u C3H7 @ ] Muse s ann Delete Al
pl:: | 3 45,0348 41372 R 45.03u PEG = - .
A 4 59.0138 42765 N 59.01u  PMMA | lon +/-{mu) Mass Dev.ppm) Dev.mu) Counts/... i
ne 5 59.0512 25029 - 59.05u PEG 4: CH_3+ 10 15... 47 0.1 004 v __
o & 69.0376 92774 | j 69.04u PMMA i C_2H_3+ 5 27... 79 02 026 v i
4 7 69.0761 289533 N 69.08 u - C_3H_3+ 5 39... 37 0.1 023 v -
Mass Interval Lists Fay 8 73.0342 15305 [ 73.03u PEG 1 i
[MassListPos (4) — 1 : 87.0477 5438 [N 87.05u PEG 2- |
_Q_ 10 89.0605 3641 89.06u PEG : -
Eiid 11| oLoss7 53682 NN 91.05u | PS 1 SF = 67915.068, KO = -1710.629, Posttve I
vl 12 93.0731 40934 93.07u PMMA i
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e 13 98.0765 65025 [ 98.07u GTP 0L Chamnel: 3322280 | B & @ rer
T 14  101.0604 18365 1N 101.06 u PMMA ! 1.016
G 15  103.0514 58432 103.05u PEG v miz
Options... Autocalibrate = As Default Revoke Recalibrate
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=10 - - j
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v Mass Intervals A ; : y ([ Mleft click Add i
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. 3 45.0348 41372 1N 45.03u PEG E = -
e 4 59.0138 42763 [N 53.01u PMMA | lon +/-may ST —UE TP TE TS i
w= | M s 59.0512 25029 59.05u PEG 4- . y 1 i N , B
& 3 69.0376 92774 69.04u PMMA a 22':% g 23 7'9 3'2 g'g; p s
jo) 7 69.0761 289533 [N 69.08 u i = — ‘ : -
— o a| 73034 ss305 | 3034 | PEG i C_3H_3+ 5 39... 37 0.1 023 v :
MassListPos (+) — 1 = 9 87.0477 s4s3 [N 87.05u PEG . -
@ 10 89.0605 3641 89.06u PEG : -
+E 11 91.0587 586826 [ 91.05u PS i i
il 12 93.0731 40934 j 93.07u PMMA il SF = 67915.068, KO = -1710.629, Posttive i
e 13 98.0765 65023 98.07u GTP 0 T
~ 14 1010604 18365 [ 101.06u PMMA 0. 1.016
G 15  103.0514 58432 103.05u PEG v miz
For Help, press F1 | Ootions._ | [ Astocalibrate | [ AsDefaut. | | Revoke | | Recaibrate | I | NUM
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@ MBSSUStPOSI ’;;102 pe v by v ey e v beer v e ber e e v e r by byv e v e brv v ber ey by byl
+ v N m/fz Area [cts  Color Peak Label Description A g : :
Y Mass Intervals -~ E 6: '_
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Ahfe 4  59.0138 42768 [ 59.01u  PMMA I "
e 5 59,0512 25029 59.05u PEG 4 -
_ 6 69.0376 92774 69.04u PMMA - -
Jo)] 7 69.0761 289533 | 69.08u i -
Mass Interval Lists e 8  73.0342 15305 [N 73.03u PEG | i
MassListPos (+) — 1 = 9 87.0477 s4s3 [N 87.05u PEG . -
@ 10 89.0605 3541 N 89.06 u PEG y -
+E 11 91.0587 586826 [ 91.05u PS i i
@ 12 93.0731 40934 93.07u PMMA il -
- 13 98-0765 65028 - 98-07“ GTP 0 rrrryprrrrrrerrrerprrrrrrrrrprrrrrrrrrprrrrrrrrrprrrrrrrerrprrrrrerrrrprrrrrrrrrprrrrerrrrrprrrerrrrreprereered
o 14 101.0604 18365 [N 101.06 u PMMA 0.998 1.000 1.002 1.004 1.006 1.008 1.010 1.012 1.014 1.016
E 15 103.0514 58432 103.05u PEG v miz
For Help, press F1 Animate NUM





	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

